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revolution is gonna come
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Data is the fossil fuel of A.l.,, we’ve achieved peak data
and there will be no more.



From Central Dogma to Spatial Temporal Dogma

Genomics is the baseline
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Omics for Al, Al for Omics

Ban from Dipseq to Deepseek
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From the 1% HGP to the al
From papers to textbooks
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Buy one?

Or get one ﬂr?e?
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A Human Geﬁ?me

Human genome
$3,800,000,000

HGP

THE HUMAN GEN(
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HGP2 RaDiAnce (Rare Disease Alliance)

The GeneT large model for genetic testing for precise diagnosis of rare diseases.

Human Genome Project 2 Rare Disease Alliance

HGP2 RaDiAnce

Twenty years ago, the Human Genome Project (HGP) promised to decode the blueprint of life, offering

to solve the mysteries of human health. It was hailed as a silver bullet for every health challenge—

WW / 7 '- heralding a new age of omics. Yet, two decades on, despite great scientific advances granted by the

f %//; ﬁh F et - HGP, the precision health we envisioned is still out of reach for humanity, hindered by barriers of
{ osns 'l | . : affordability, accessibility, and global collaboration.

The Human Genome Project 2 (HGP2)"Y emerges not just as a continuation of the first, but as a rallying

cry to unite the scientific community and society in addressing the complexities that ge beyond

decoding DNA, striving to make precision public health a reality. In an era of geopolitical uncertainty,

HGP2 proposes to bridge gaps in equity, technology, and collaboration to ensure that the benefits of

B e genomics extend to all. It aims to harness the power of collaborative science by uniting fragmented

\"{ i N\ EF!P_E#%*:EEEE-?— *sﬁﬂ databases and scaling efforts to sequence >1% of the world's population. Through this, we lay the
= The 2 Congress of Chinese Society of Rare Diseases foundation for equitable precision health, where everyone, especially those from underrepresented

ety 5 ¢ 000 ] 00 0 5 00 populations, can benefit from the promise of genomics.

(AT m}cm_“’ bl M > At the heart of HGP2 is the Rare Disease Alliance (RaDiAnce), an initiotive aimed at revolutionizing our
AT - g approach to rare diseases (RDs). With over 70% of RD cases linked to genetic factors, these conditions

mEveEve  WVENEE

represent an urgent and actionable priority within HGP2, offering a clear and direct path to significant

public health and clinical impact using genomic technologies. RoDiAnce is dedicated to addressing the

complex challenges of RDs through a comprehensive framework encompassing policy development,

cutting-edge research, optimized clinical workflows, robust patient advocacy, and the establishment of
e . —_— - advanced infrastructure and platforms.

HFEETE LSRR 10000+ tests Rare Diseases, Common Challenges

5005 GoTRe, PRIRISIEN HEP30 T AAIRE99 8%

99.8% RHEEAaDEE M RREIA%
Eﬁg& $§Zzimm 2 X AR S AR 6 populal‘ion“]. The burden of these conditions falls heavily on children, who makes up 75% of RD
i e, ELAr }

Rare diseases (RDs) affect approximately 400,000,000 people globally, making up 5% of the

v patients, with 30% of them dying before the age of 5. Those who survive often face chronic
gf‘}%}ﬁ 3 Y Nature Medicine under review: BGI GeneTHIE. #HIUpwardsivE K disabilities, severe health complications, and reduced quality of life. A study by Chiesi Global Rare
Diseases found that RDs are approximately 10x more costly to treat per patient compared to common
diseases, with a total cost to society of US$125 billion ), this is exacerbated by indirect costs, such as
lost productivity, caregiving, and long-term healthcare support. Despite the significant health and
economic burden, policies supporting these patients remain inadequate and often fail to align with
their specific needs. Additionally, clinical workflows for diagnosis and treatment are frequently absent,

largely due to lack of comprehensive medical data. While the siloed and unstandardized nature of
existing data further complicates efforts to develop common guidelines and approaches.

With about 50% of the world's new-borns—497 out of every 1,000 births—born in Asial®l, the health
impact of RDs in this region is particularly pronounced. RDs often go undiagnosed or misdiagnosed in
this region due to inadequate healthcare infrastructure, limited awareness, and genetic testing
capabilities. Furthermore, RD databases are predominantly Caucasian-centric, hindering accurate
diagnosis and tailored treatments here. Condition such as Thalassemia is 5-6 times more common in

©2025 #£KEH] All Rights Reserved REZISH 215



Thalassemia: Screen = diagnosis = treatment . 1
gnoest Lower the cost, save the life! = XBCI

Benefit: Cost 72:1

o-thalassemias ‘ B-thalassemias
Thalassemia Screening and Gene Therapy Project

MOU Signatory Ceremony
Between
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From precision medicine to early diagnosis/ prevention/ controlling: EXBGI

All of US vs UK Biobank; Haerbin Lab:

biobank’

All-rUs

THE FUTURE OF HEALTH BEGINS WITH

Improving the health of future generations

Large-scale national cohort of at least 1 National cohort of 500,000 using electronic health
million U.S. residents initiated in 2015 records linked with genetic data.
Partial Data Available for Sharing (But Submit Research Proposal for Review
Restricted for
Countries of Concern) Complete Data Use Agreement and Make
- Payment for Different Tiers of Use

CKB Dashboard:
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Al FOR SCIENCE —— = XBGI
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My life in my hand - 2002.10

®  Genes related to sugar and lipid and metabolic
syndrome

> ApoA5 pathogenic mutation: hyperlipidemia!

L Genes related to cardiovascular and sudden death
>  HRG heterozygous mutation: thrombophilia?

® Alzheimer's disease gene )
o

> ApoE3/E4 heterozygous mutation: Alzheimer's
disease?

~ 150/100 ms

4
®  Drug-sensitive gene Y < A b

WANG B4 H vt == 15 5 HE 351 P52 s )

—o— WANG—TG

o -
Tumor-related gene - e WANG—CHO

®  Alcoholism and smoking ge

L Genetic disease 8:30

ASz 0 = HA
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Cardio-cerebrovascular Disease FXBCI
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Plaque on blood vessel wall reduced by
vascular cavity enlarged by

GM-CSF and M-CSF Expression Is Associated with
Macrophage Proliferation in Progressing and Regressing
Rabbit Atheromatous Lesions
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JIAN WANG,! SHUHUA WANG,? Yucal Lu,? YUucHUN WENG,®
AND ALLEN M. Gown'

'Department of Pathology, University of Washington, Seattle, Washingion 98195; and *Beijing
College of Chinese Medicine, Beijing, People's Republic of China

Received May 18, 1994, and in revised form August 23, 1994
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Brain Health
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2018

j%&B Brain:
ROIXKIFHAEFR (cmA3)

742.4736.41726.01

2024 Combined EEG and eye
movement analysis
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Tumor early monitoring & 5 modality

cfDNA tumor early screening results are all
negative

Immune
Cell
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Biological age 61.7, Chronological age 70.7

BEMFEERN: 61.7%5, BEEREHN0.872
BHREERRAUTER APIRIERIRI25%, LTFRIEK:
The rate of aging is in the top 25% of slower populations
REEXDH

25%~50Y% 50%~75%

— BB RE
A& B 8] 2025/1/23
SEPRERS 70.7%

EY)2FWR 61.7%
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#HAkRT "=R"
“Three Rules” for BGlers

THREE RULES:

* No Birth Defects: 0

* No Tumors Discovered Later than in Hospital: 76 (All

received timely treatment)

* No Stents (Cardio-cerebrovascular disease): 1
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BGI-Research

B EYIFERFILIFE INDEX

The first time in the world to construct the biological
age of various organs of the human body.

The data-driven method constructs 11 biological

functional modules (BFM) and health assessment
algorithm (BFM-ash) to warn of health status and
guide precise intervention ,

Cell Reports

Distinct biological
[ a
identified from a musI’tei’

Graphical abstract

S of_organs and systems
-omics study

Authors

Chao Nie, Yan Li, Rui Li, ...,

| Claudio Franceschi, Brian K. Kennady,
Xun Xu

Multiple ‘clocks’

within the whole-body system
Correspondence

~| xuxun@genomics.cn (X.X.),
bkennedy@nus.edu.sg (B.K.K),
claudio.franceschi@unibo.it (C.F.),
zhangxq@genomics.cn (X.Z.)
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'\i’ N Young at heart! Our organs can age at

different rates no matter your overall
"N health with a healthier gut often
< correlating with aged kidneys, study

finds
A "

new study finds

haah h liver and skin
I—1 "

« A L

heaith

Y sctually found

‘with one another
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PUBLISHED: 2258 Urpae
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Blood sample Stool sample Physical fitness examination Imaging
]
e o Gut Microblome Fhenome Faclal Imaging
Matabolome body compensition

= 00000

Renal Immune:
Serum uricacid, creatinine @ @ Tcell receptor (TCR}
Blood urea nitrogen B-cell receptor (BCR
Cardiovascular e Physical
Blood lipids and blood pressure
Step test

Physical fitness ssessment
Body composition measurement
Liver
Bilirubin, amino acid

Gut
Gut micro biome from stool sample
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Medicine

A population-based stud
assessments using m
biological functional modules

Graphical abstract

R

Multi-omic . o . .
i ®

Modules -

Organs have their own pace of
aging, a Chinese study finds

SRS VS— @ooo

BELING, March 9 (Xinhua) - People are aging constanty, but individual organs have their own pace
The study pubished on Wednesday in the journal Cel Reports reparted multipla “clocks” within the
Puman body.

by C ists measured the varying biological ages of his of her
‘organ systems

They ound hat e bckogcal ages of diflerent orgons and ahways in syncly
systems are not insyncho,
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isi Ith
y of precision health
ulti-omics network-derived

Authors

1 Wei Zhang, Ziyun Wan, Xiaoyu Li, ...,

Tao Li, Xun Xu, Chao Nie

Correspondence
niechao@genomics.cn

In brief

Based on the large sample size of multi-
mics data, Zhang et al. generate mass
:orrelations and create 23 BFMs. A BFM-
1sh model is developed to assess
ndividual health status. Using the model,
inomalous areas of health are identified
or chronic patients, and the effects of

lietary intervention for health are
issessed.

Utilize 1000+ multi-omics indicators to evaluate 9 major organs/systems of the human body
Aging quantification and health assessment model based on 2 algorithms



| can do it> BGlers can do it > Everyone can do it %ABGI

Shenzhen Changsha Hebei

100.0%
80.0% 100.0% 10.0% 100.0% 10.0%
/—/ 80.0% / 8.0% 80.0% / 8.0%

60.0%
60.0% 6.0% 60.0% 6.0%

40.0%
p0.0% 40.0% / 4.0% 40.0% / 4.0%
/_/ 20.0% 2.0% 20.0% 2.0%
0.0% 0.0% — 0.0% 0.0% 0.0%

1,690,794 samples 432,824 samples 2,203.958 samples
1:10.47 1:13.55 1:16.73

Put the early testing and diagnosis first

® Birth defect: gene testing (cost-benefit ratio 1:16)
® Cardio-cerebro vascular/stroke: imaging + omics monitoring

® Cancer: early screen and detecting

©2025 #£KEH] All Rights Reserved REZISH 215



Omics for all |

US aim to be 1000 $/individual
BGI aim to be 1000 ¥ /individual
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E=EXBGI
Does WHO take a lead?

Lower the cost, save the life!
Omics for All, Life-index for ALL!

Happy Chinese Spring Festival

v A v .
aIaANIU  (swipe my card)
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